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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /o/M, /oX 

Source: ^ ^/^^; 

Date Processed by STIC: 'Jhi^/2o0j 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS, 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www,uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incommg mail. 

Please consider using altemate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip, code address for the 

United States Patent and Trademark Office^ and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/dow.nioads/documents.htrn> , EFS Submission 

User Manual - eP AVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7*^ Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22^02 

Or - ^ 

U.S. Patent and Trademark Office, Box Sequence, Custonier Window, Lpbby, Room''lB03, Crystal Plaza Two, 
2011 South Clark Place, Arlington, VA 22202 . . . " 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Maih:oom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 ' 
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3 <110> APPLICANT: LIN, EDWARD H. 

4 WU, XIFENG 

5 XIE, KEPING 

7 <120> TITLE OF INVENTION: QUANTITATIVE RT-PCR TO AC133 TO DIAGNOSE CANCER AND 

8 MONITOR ANGIOGENIC ACTIVITY IN A CELL SAMPLE 
10 <130> FILE REFERENCE: UTSC:755US 

C~> 12 <140> CURRENT APPLICATION NUMBER: US/10/618,102 Cj 
13 <141> CURRENT FILING DATE: 2003-07-11 / 

15 <150> PRIOR APPLICATION NUMBER: 60/406,535 

16 <151> PRIOR FILING DATE: 2002-08-28 
18 <160> NUMBER OF SEQ ID NOS: 14 
20 <170> SOFTWARE: Patentin Ver. 2.1 

22 <210> SEQ ID NO: 1 ^ . 

23 <211> LENGTH: 31 DOGS NOt Comply 

24 <2i2> TYPE: DNA Correctec! Diskette Needec 

25 <213> ORGANISM: Artificial Sequence 

27 <220> FEATURE: 

28 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

29 Primer 

31 <400> SEQUENCE: 1 

32 tgtacgaatt cgacagctac ttggctcaga c 31 

35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 30 

37 <212> TYPE: DNA 

38 <213>. ORGANISM: Artificial Sequence 
4 0 <220> FEATURE: 

41 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

42 Primer 

44 <400> SEQUENCE: 2 

45 tctagctcga gcatgatctt tatgataacc 30 

48 <210> SEQ ID NO: 3 

49 <211> LENGTH: 3794 

50 <212> TYPE: DNA 

51 <213> ORGANISM: Homo sapiens 

53 <220> FEATURE: 

54 <221> NAME/KEY: CDS 

55 <222> LOCATION: (38).. (2635) 

57 <400> SEQUENCE: 3 

58 ccaagttcta cctcatgttt ggaggatctt gctagct atg gcc etc gta etc ggc 55 

59 Met Ala Leu Val Leu Gly 

60 1 5 

62 tec ctg ttg ctg ctg ggg ctg tgc ggg aac tec ttt tea gga ggg cag 103 

63 Ser Leu Leu Leu Leu Gly Leu Cys Gly Asn Ser Phe Ser Gly Gly Gin 
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He 


Leu 


Gin 


Arg 


Thr 


Glv 


Asn 


Glv 


Leu 


Leu 




236 


695 










700 










705 










710 




238 


craa 


aga 


gta 


act 


aaa 


att 


eta 


act 


tct 


eta 


aat 


ttt 


get 


cag 


aac 


ttc 


2215 


239 


Glu 


Arg 


Val 


Thr 


Ara 


He 


Leu 


Ala 


Ser 


Leu 


Asp 


Phe 


Ala 


Gin 


Asn 


Phe 




240 










715 










720 










725 






242 


ate 


aca 


aac 


aat 


act 


tec 


tct 


gtt 


att 


att 


gag 


gaa 


act 


aag 


aag 


tat 


2263 


243 


He 


Thr 


Asn 


Asn 


Thr 


Ser 


Ser 


Val 


He 


He 


Glu 


Glu 


Thr 


Lys 


Lys 


Tyr 




244 








730 










735 










740 








246 


ggg 


aga 


aca 


ata 


ata 


gga 


tat 


ttt 


gaa 


eat 


tat 


ctg 


cag 


tgg 


ate 


gag 


2311 


247 


Gly 


Arg 


Thr 


He 


He 


Gly 


Tyr 


Phe 


Glu 


His 


Tyr 


Leu 


Gin 


Trp 


He 


Glu 




248 






745 










750 










755 










250 


ttc 


tct 


ate 


agt 


gag 


aaa 


gtg 


gca 


teg 


tgc 


aaa 


cct 


gtg 


gee 


ace 


get 


2359 


251 


Phe 


Ser 


He 


Ser 


Glu 


Lys 


Val 


Ala 


Ser 


Cys 


Lys 


Pro 


Val 


Ala 


Thr 


Ala 




252 




760 










765 










770 












254 


eta 


gat 


act 


get 


gtt 


gat 


gtc 


ttt 


ctg 


tgt 


age 


tac 


att 


ate 


gac 


cce 


2407 


255 


Leu 


Asp 


Thr 


Ala 


Val 


Asp 


Val 


Phe 


Leu 


Cys 


Ser 


Tyr 


He 


He 


Asp 


Pro 




256 


775 










780 










785 










790 




258 


ttg 


aat 


ttg 


ttt 


tgg 


ttt 


ggc 


ata 


gga 


aaa 


get 


act 


gta 


ttt 


tta 


ctt 


2455 


259 


Leu 


Asn 


Leu 


Phe 


Trp 


Phe 


Gly 


He 


Gly 


Lys 


Ala 


Thr 


Val 


Phe 


Leu 


Leu 
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RAW SEQUENCE LISTING DATE: 07/28/2003 

PATENT APPLICATION: US/IO'/SIS ,102 TIME: 13:06:35 



Input Set : E:\Utsc755.app 

Output Set: N:\CRF4\07282003\J618102.raw 



260 



795 800 

262 ccg get eta att ttt gcg gta aaa ctg get aag 

263 Pro Ala Leu He Phe Ala Val Lys Leu Ala Lys 

264 810 815 

266 gat teg gag gac gtg tac gat gat gtt gaa act 

267 Asp Ser Glu Asp Val Tyr Asp Asp Val Glu Thr 

268 825 830 

270 atg gaa aat ggt aat aat ggt tat cat aaa gat 

271 Met Glu Asn Gly Asn Asn Gly Tyr His Lys Asp 

272 840 845 

274 cac aat cct gtt atg aca age cca tea caa eat 

275 His Asn Pro Val Met Thr Ser Pro Ser Gin His 

276 855 860 865 
278 tgaaaetget tgagcatcag gatactcaaa gtggaaagga 
280 ctgggtctac aaggactttc eaaatecagg agcaacgcea 
282 gcgggcacca aggcaacggc accattggtc tctgggtagt 
284 cacgttatag tccatggtcc atcactattc aaggatgact 
286 ttgtttttta ettttttaca ctgagtttct atttagacac 
288 ttcccattgg atgcatttct atcaaaaetc tatcaaatgt 
290 ttgccatgtg tggagtgtgc tgaacacaca ccagtttaca 
292 cagtaaaegg tgtatatacc ttttgttacc acagagtttt 



805 

tac tat cgt cga atg 2503 
Tyr Tyr Arg Arg Met 
820 

ata ccc atg aaa aat 2551 
He Pro Met Lys Asn 

835 

cat gta tat ggt att 2599 

His Val Tyr Gly He 

850 

tga tagctgatgt 2645 



294 



ggactttctt ctaaatgagc taaataagtc accattgact 
296 atecattttc aetaaaagtg tgtgaaaect aeageatatt 
298 ctattatact ttatcaaaga ttggccatgt tccaettgga 
300 atagagaaac ctgcgtaact ccatctgaca aattcaaaag 
^09 ^rr^^^Pitar.-hn ttcatt caaa aataaaatta ttttaacaga 
304 ttaacagagt tttctgttgc attaggataa acattaattg 
306 tcatcagact agtatcaagt gttctaaaat gaaatatgag 
308 agatctggtg tccagcatgg atgaaacctt tgagtttggt 
310 acaaggtaaa tattcatttg cttcaggagt ttcatgttgg 
312 atcageaatg aagaaetggt cggacaaaat ttaaegttga 
314 aggcattccc cceaggtctt ttcatgtgca gattgeagtt 
316 ggaacttgg 

319 <210> SEQ ID NO: 4 

320 <211> LENGTH: 865 

321 <212> TYPE: PRT 

322 <213> ORGANISM: Homo sapiens 

324 <400> SEQUENCE: 4 

325 Met Ala Leu Val Leu Gly Ser Leu Leu Leu Leu 

326 1 5 10 

327 Ser Phe Ser Gly Gly Gin Pro Ser Ser Thr Asp 



tcacagattt 
gtggeaaegt 
gctttaagaa 
ccctcccttc 
tacaacatat 
gatggetaga 
ggaaagatgc 
ttaaacaaat 
tcttggtgct 
cttcaegeag 
aatggeatge 
agagagagag 
tgccaattac 
gagtgeagct 
aagatectgt 
ccctaaattt 
atctgtcatt 
tgtaatggaa 
ctgattcatt 



ttggtagttt 
agtgaeteag 
tgaacacaat 
ctgtctattt 
ggggtgtttg 
ttctaacata 
attttgtgta 
gagtattata 
gttgaaaata 
agattttcat 
aaaagccatc 
atcttgagag 
ggtgtacagt 
aacatgagta 
eacaattett 
gcatgaaagc 
atcaaaagtg 
ttecagatgt 
tgaataaaaa 



2705 
2765 
2825 
2885 
2945 
3005 
3065 
3125 
3185 
3245 
3305 
3365 
3425 
3485 
3545 
3605 
3665 
3725 
3785 
3794 



Gly Leu Cys Gly Asn 
15 

Ala Pro Lys Ala Trp 
20 25 30 

329 Asn Tyr Glu Leu Pro Ala Thr Asn Tyr Glu Thr Gin Asp Ser His Lys 
35 40 45 

His He Phe Leu Tyr 
55 60 

333 Val Val Gin Pro Arg Asp Phe Pro Glu Asp Thr Leu Arg Lys Phe Leu 

334 65 70 75 80 

335 Gin Lys Ala Tyr Glu Ser Lys He Asp Tyr Asp Lys Pro Glu Thr Val 



328 



330 



331 Ala Gly Pro He Gly He Leu Phe Glu Leu Val 



332 



50 
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<210> SEQ ID NO 5 
<211> LENGTH: 20 
<212> TYPE: DNA 





ORGANISM : CArt if ic ial Sequence 

OTHER INFORMATION:**^: * ^^Qju^ M * 
SEQUENCE: 5 
agccttcatc cacagatgct 



feature: 




RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/618,102 



DATE: 07/28/2003 
TIME: 13:06:36 



Input Set : E:\Utsc755.app 

Output Set: N:\CRF4\07282003\J618102.raw 



Use of <220> Feature (NEW RULES) : 

Sequence (s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence 
or "Unknown". Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) 
(Sec. 1.823 of new Rules) 



Seq#:5 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/618,102 



DATE: 07/28/2003 
TIME: 13:06:36 



Input Set : E:\Utsc755.app 

Output Set: N:\CRF4\07282003\J618102.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:443 M:258 W: Mandatory Feature missing> <220> Tag not found for SEQ#:5, <213> 
ORGANISM:Artificial Sequence 

L:443 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:5, <213> 

ORGANISM: Artificial Sequence 

L:443 M:258 W: Mandatory Feature missing, <223> Blank -for SEQ# : 5, Line# : 443 
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